Dear Prof Salvatore Chirumbolo, PhD First, we would like to thank you for your comments on our recent paper and the suggested references. We also agree that quercetin might act as a molecular ignition for gut microbiome to release such catabolites. From your suggestion and evidence, quercetin degraded products led to the formation of propionic and other organic acids [1] . However, we would like to add the explanation that quercetin catabolites are not the majority of the cecal organic acids when compared to organic acids produced from the fermentation of dietary fiber [2, 3] . This statement is confirmed by our cecal organic acids result. Organic acid concentrations of Q group are lower than that of soybean fiber-treated (QS) group, especially propionic concentration [4] . This suggests that cecal organic acids were mainly caused by cecal fermentation of dietary fibers and not quercetin degradation. However, we have planned to perform another experiment by feeding rats with normal diet, or normal diet containing soybean fiber, or normal diet containing both soybean fiber and quercetin. Results from this experiment might give us more evidence to explain the effect of this fiber on the enhancement in quercetin bioavailability.
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You have mentioned the important role of gut microflora in quercetin metabolism and flavonol bioavailability in plasma. We hypothesized that cecal bacteria might have upregulated the expression of several genes related to carbohydrate-metabolizing enzymes, wherein the dietary fibers were used as a substrate during their growth [5] [6] [7] . Consequently, quercetin and its metabolites had evaded bacterial degradation and had elevated within plasma.
Upon your suggestion on Iglewics and Hoaglin's robust test for multiple outliers, we have performed it on our data according to the formulation from Iglewicz and Hoaglin's handbook [8] . No outliers were observed in the calculations on our raw data, so we can confirm that our data set could be used.
